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3 <110> APPLICANT: Bayer Healthcare AG 

4 Golz, Stefan 

5 Bruggemeier, Ulf 

6 Geerts, Andreas 

8 <120> TITLE OF INVENTION: Diagnostics and Therapeutics for Diseases Associated with 

Human 

9 Phosphodiesterase 11A (PDE11A) 
11 <130> FILE REFERENCE: LeA 36 282 

C— > 13 <140> CURRENT APPLICATION NUMBER: US/10/528,460 
C— > 13 <141> CURRENT FILING DATE: 2005-03-18 

13 <150> PRIOR APPLICATION NUMBER: EP02021365.8 

14 <151> PRIOR FILING DATE: 2002-09-24 

16 <150> PRIOR APPLICATION NUMBER: PCT/EP2003/01037 6 

17 <151> PRIOR FILING DATE: 2003-09-18 
19 <160> NUMBER OF SEQ ID NOS : 5 

21 <170> SOFTWARE: Patentln version 3.3 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 1784 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Homo sapiens 

28 <4 00> SEQUENCE: 1 

29 tggaaagatg ttacttcatc tcccaggttt gctcactgca aatacaatcc 
31 actagggcct taaagtcctg acatgcatgg cttggttttg tggattgcct 
33 gtggtgaaat ttaccaaatc ctttgaattg atgtccccaa agtgcagtgc 
35 aacagtttca aagaaagcat ggagaaatca tcatactccg actggctaat 
37 attgctgagc tggttgcttc aacaggcctt ccagtgaaca tcagtgatgc 
39 ccgcgctttg atgcagaggc agaccagata tctggttttc acataagatc 
41 gtccctattt ggaatagcaa ccaccaaata attggagtgg ctcaagtgtt 
43 gatgggaaac cttttgatga tgcagatcaa cgactttttg aggcttttgt 
45 ggacttggca tcaacaacac aattatgtat gatcaagtga agaagtcctg 
47 tctgtggctc ttgatgtgct atcataccat gcaacatgtt caaaagctga 
4 9 tttaaggcag ccaacatccc tctggtgtca gaacttgcca tcgatgacat 
51 gacttttctc tcgacgttga tgccatgatc acagctgctc tccggatgtt 
53 gggatggtac agaaatttaa aattgactat gagacactgt gtaggtggct 
55 aggaaaaact atcggatggt tctataccac aactggagac atgccttcaa 
57 ctgatgttcg cgatgttaac cactgctggg tttcaagaca ttctgaccga 
59 ttagcggtga ttgtgggatg cctgtgtcat gacctcgacc acaggggaac 
61 ttccaagcta agagtggctc tgccctggcc caactctatg gaacctctgc 
63 catcaccatt tcaaccacgc cgtgatgatc cttcaaagtg agggtcacaa 
65 aacctgtcct ccaaggaata tagtgacctt atgcagcttt tgaagcagtc 
67 acagacctca cgctgtactt tgagaggaga actgaattct ttgaacttgt 
69 gaatacgatt ggaacatcaa aaaccatcgt gatatatttc gatcaatgtt 
71 tgtgaccttg gagccgtgac caaaccgtgg gagatctcca gacaggtggc 
73 accagtgagt tcttcgaaca aggagatcgg gagagattag agctcaaact 
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